ABSTRACT We report the complete annotated genome sequence of Microbacterium foliorum NRRL B-24224, a type strain isolated from the phyllosphere of grasses and a commonly used host for bacteriophage discovery. The genome contains no identifiable prophage or CRISPR or restriction-modification system, which suggests that it may continue to be a fruitful host for phage discovery.
immunity nor prophage-mediated heterotypic defense systems should constrain the types of phages isolated on this strain (13) . The genome does contain an intact type II VapBC toxin-antitoxin system but no apparent restriction-modification or CRISPR system. These findings suggest that NRRL B-24224 has many useful attributes as a host for exploring the diversity and evolution of the bacteriophage population.
Data availability. The complete genomic sequence for Microbacterium foliorum NRRL B-24224 is available at GenBank under accession number CP031425. Sequencing reads are available at the Sequence Read Archive under accession numbers SRX4863569 (Nanopore) and SRX4863570 (Illumina).
